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What's new in GDV?
New Training Videos New Data and Functionality
* How to download protein sequences (1:27 * 6 genetic markers and 3 QTL from Kawash et
mins) al. Phytopathology. 2024.
» How to use the ortholog/paralog search (2:02 * 22,047 Rapid Genomics Blueberry Genotyping
mins) probes from VacCAP project

Rapid Genomics Blueberry Genotyping Array

One of the many products of the VacCAP project is the 22K Rapid Genomics genotyping platform for
blueberry. All the details about the development of the platform can be found in Clare et al., 2024. GDV
recently added the probe information from the array to the database. This means that you can search
and view the data in a variety of ways.

Search for array probes using Marker Search

Select the Marker Search from the tool bar and either
search by one or more array marker names, or filter
Gene and Transcript Search by array name.
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https://youtu.be/I5WdRrnetQg?si=6p5Hw0GY19vq-Tyq
https://youtu.be/7_rfrg0HN7k?si=cn4lZxKVKLq1ac_5
https://www.vacciniumcap.org/
https://www.vaccinium.org/bio_data/7524825
https://www.youtube.com/watch?v=NrwYZB_ywsg

Viewing blueberry array associated QTL and probes aligned to genome

Certain probes on the Rapid Genomics blueberry genotyping array are associated with QTL traits. We
have stored that association as a QTL which can be queried under the QTL/GWAS Search. The associated
traits covered by 194 different probes include fruit firmness, abscission force, chilling requirement, cold
tolerance, fruit color, fruit firmness retention, fruit diameter, early green fruit, fruit flavor, full bloom,
berry picking scar, fruit size, brix (soluble solids), and fruit weight.

You can also visualize QTL and markers with genome positions in JBrowse. The blueberry genotyping
array is aligned to the Vaccinium caesariense clone W85-20 PO v2.0 genome sequence. Below is a
screenshot from the W85-20 PO JBrowse instance displaying a region with a couple QTL associated with

array probes and the QTL and SNP tracks turned on. To view more details, and to see a link back to more
details on GDV, just click on the feature. For QTL features, note that the ‘name’ hyperlink opens details
about the trait while the ‘dbxref’ link takes you to details for that specific QTL.
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Funded by: USDA-SAES NRSP10, SCRI-NIFA
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https://www.vaccinium.org/mailing_list
https://twitter.com/GDV_news
https://www.vaccinium.org/tripal_megasearch?datatype=tripal_megasearch_qtl
https://www.vaccinium.org/bio_data/1659687
https://www.vaccinium.org/jbrowse/index.html?data=data%2FBlueberry%2FV_caesariense_W85-20_P0_v2&loc=Vcev1_p0.Chr08%3A15989701..16066200&tracks=DNA%2Cgene2%2Cqtl_Jul24%2Csnp-jul24&highlight=
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